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AGAGCCGGCGCCGTCACCGCCCGCATTGCCGCTCCCAGTCCCGCGCTCGG
CACGACATGAAATCCCCCGACGAGGTGCTACGCGAGGGCGAGTTGGAGAA
GCGCAGCGACAGCCTCTTCCAGCTATGGAAGAAGAAGCGCGGGGTGCTCA
CCTCCGACCGCCTGAGCCTGTTCCCCGCCAGCCCCCGCGCGCGCCCCAAG
GAGCTGCGCTTCCACTCCATCCTCAAGGTGGACTGCGTGGAGCGCACGGG
CAAGTACGTGTACTTCACCATCGTCACCACCGACCACAAGGAGATCGACT
TCCGCTGCGCGGGCGAGAGCTGCTGGAACGCGGCCATCGCGCTGGCGCTC
ATCGATTTCCAGAACCGCCGCGCCCTGCAGGACTTTCGCAGCCGCCAGGA
ACGCACCGCACCCGCCGCACCCGCCGAGGACGCCGTGGCTGCCGCGGCCG
CCGCACCCTCCGAGCCCTCGGAGCCCTCCAGGCCATCCCCGCAGCCCAAA
CCCCGCACGCCATGAGCCCGCCGCGgtgagtgactgcccgcgtcccggcg
agccctgcgccctaacagccgggaccggggcctttgggaaaaaccacttc
aaccccagacggcggggcgggggcgctgcacctccttgggggacccggcg
ccccgcaatcgcgctggccccctcgcgtcagggtctcggggcccctcagg
ctggacccggaccggccctggcacagctctctgacccagtcctttcccca
cagGGCCATACGCTGGACGAGTCGGACCGAGGCTAGGACGTGGCCGGCGC
TCTCCAGCCCTGCAGCAGAAGAACTTCCCGTGCGCGCGGATCCTCGCTCC
GTTGCACGGGCGCCTTAAGTTATTGGACTATCTAATATCTATGTATTTAT
TTCGCTGGTTCTTTGTAGTCACATATTTTATAGTCTTAATATCTTGTTTT
TGCATCACTGTGCCCATTGCAAATAAATCACTTGGCCAGTTTGCTTTTCT
ACCATCCGGCTGTGGCTCAGTGAGACTCCTGCTGGGAGGGTGGAGGCCCA
GGAATGGGCGGGCAGGACACCCTCATCCAGTCCTGCGGGGCTGGTGTGAA
AGGCGCTGGGAACCGGCTTTGAATGAATAAATGAATCGTGTCATCTGC
